Supplementary Figure 1 : Overview of the three phases of a TE invasion. For simplicity we show a population of five haploid individuals for each phase. At the "rapid invasion" phase the TE is active and spreads in a population. Some individuals may have already acquired a cluster insertion. At the "shotgun phase" the TE is silenced by segregating cluster insertions. More than 99% of the individuals carry at least one cluster insertion. At the "inactive phase" the TE is persistently inactivated by at least one fixed cluster insertions. Additional cluster insertions may however still be segregating. Following Charlesworth and Charlesworth [1983] we used the equation w = 1 − xn t to calculate the host fitness, where x is the negative selection against TEs, n the TE copy number and t an exponential factor that we set to t = 1.5. Each dot represents the outcome of a single simulated TE invasion at generation 10.000. The transposition rate (u) and the negative selection against TEs (x) were randomly drawn. Dependent on the efficacy of negative selection and transposition (N * u > 1 and N * x > 1 with N = 1000) the parameter space can be divided into four quadrants. Factors that are effective in a given quadrant are shown in brackets. Site frequency spectrum of cluster, reference and genomic (i.e. non-cluster and non-reference) insertions during a TE invasion. An identical negative effect on host fitness (x = 0.01) was simulated for genomic and cluster insertions. Reference insertions were neutral. The generation is shown in the top panel and error bars are based on 100 replicates. Site frequency spectrum of cluster, reference and genomic (i.e. non-cluster and nonreference) insertions during a TE invasion. Only genomic insertions were simulated to have a negative impact on the fitness of the host (x = 0.01). Reference and cluster insertions were simulated neutral (x = 0.0). The generation is shown in the top panel and error bars are based on 100 replicates. The higher allele frequency of cluster insertions relative to reference insertions suggest that cluster insertions are positively selected. Note that genomic insertions were lost in most replicates by generation 5000.
Supplementary tables
Supplementary Table 2 : Impact of different factors on key properties of TE invasions. We evaluated the influence of the transposition rate (u), the genome size (gs), the cluster size (cs), the population size (N ), the excision rate (v) and of the recombination rate (rr). To quantify the impact of the factors we computed the ratio between the maximum and the minimum value for each property (e.g. the ratio between the maximum and minimum length of the phase). A ratio around 1.0 indicates that the factor has little influence on the invasion, while a ratio 1 indicates a large effect. Strong influences (> 2) are shown in bold. 
